Functions of more than 2,000 genes in the Saccharomyces cerevisiae genome are still unknown. Gene YBL036c is among them. Gene YBL036c encodes a protein that is PLP (pyridoxalphosphate) dependent. Its sequence does not indicate similarity to any known protein. However, its 3D structure, including the active site residues, are almost identical to that of bacterial alanine racemase. From the structure we can deduce that it is a racemase. An increasing number of data have shown the existence of D enantiomers of amino acids in eukaryotes. D,L-dityrosine was found in spore walls of S. cerevisiae[1] D-serine -in mammalian brain cells [2] , and an accumulation of some amino-acids in D-form in human tissue, such as bone and eye lens, has been described [3] . Therefore, it seems very interesting and important to recognize a possible racemase activity, which is required for existence and/or amino acid metabolism in eukaryotes.
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Using YBL036c deleted and isogenic parental S288c strains, we have discovered the phenotype of the deleted gene. We have observed a significant morphological change in the spore tetrad envelope structure. During prolonged sporulation, theYBL036c deleted strain produces sticky fibrous elements, visible by the naked eye in a liquid culture. The spores appear as a difficult-toseparate, highly adhesive mass of sticky spores. This morphological abnormality is shown by electron microscopy as filament-like structures on the surface of tetrad envelopes. We found that this effect increases during further incubation of the spore culture.
Our preliminary microarray data of the comparison between YBL036 deleted and parental strains, have demonstrated the change in the expression pattern of more than 200 genes. Many of these genes are involved in the cell wall biosynthesis pathway. That is consistent with the observed phenotype. By analyzing the activity of purified protein and its crystal structure, we expect to determine the specific functional activity of the YBL036c encoded protein. This work is currently in progress.
